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Table 1: Participant Characteristics 
Characteristic  Number of participants  (n=298) 

Age 
Mean: 68.5 years 

Range: 33-89 years 

Gender 
Male: 160 (53.7%) 

Female: 138 (46.3%) 

Race/Ethnicity 

Caucasian: 256 (85.9%) 

Ashkenazi Jewish: 26 (8.7%) 

Other/Unknown: 16 (5.4%) 

PC stage 

Stage I: 25 (7.6%) 

Stage II: 128 (42.9%) 

Stage III: 36 (12.1%) 

Stage IV: 87 (29.2%) 

Unknown: 24 (8.1%) 

Personal history of other 
cancer* 

Yes: 60 (20.5%) 

No: 238 (79.9%) 

Family history of any cancer* 

First-degree relative: 210 (70.5%) 

Only second-degree relative or higher: 56 (18.8%) 

None: 32 (10.7%) 

Family history of pancreatic 
cancer 

First degree relative: 23 (7.7%) 

Only second-degree relative or higher: 30 (10.1%) 

None: 245 (82.2%) 

*Excludes cervical cancer,  lung cancer, and non-melanoma skin cancer 

Table 3: Rate* of Result Disclosure to Family Members 

Test result 
Completed 

survey Children  Siblings Parents 

Positive 19 80% (28/35) 84% (26/31) 86% (6/7) 

Negative 42 64% (62/97) 43% (37/87) 17% (1/6) 

Inconclusive 27 48% (30/63) 35% (22/63) 30% (3/10) 

*Rate = disclosed to #/total # living 
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Table 2: Mutations/VLPs and Testing Criteria 

PC genes 
Pathogenic/VLP (includes moderate  

risk alleles) 
 

Age at 
PC 

Sex 
Personal history other 

cancer* (age at 
diagnosis) 

Fulfills 
genetic 
testing 
criteria 

ATM c.1027_1030delGAAA p.E343Ifs*2 58 M none Yes 

ATM c.7630-2A>C NULL 67 F 
Leukemia (61), 
Melanoma (27)  

Yes 

ATM c.7240C>T p.Q2414* 81 F Melanoma (<81) Yes 
ATM c.6725DELC p.S2242Yfs*15 50 M none Yes 

ATM 
c.3245_3247delATCins
TGAT p.H1082Lfs*14 59 F none 

Yes 

ATM c.5932G>T p.E1978* 59 M none No 
ATM c.4093delC p.L1365Sfs*21 64 M none No 
ATM c.1564_1565delGA p.E522Ifs*43 67 F none Yes 
ATM c.4741dupA p.I1581Nfs*5 75 M none No 

ATM 
c.6027C>G (c.1052-
2A>C) p.Y2009* (NULL) 75 F none Yes 

RAD50 c.1052-2A>C NULL 
BRCA1 c.68_69delAG p.E23Vfs*17 68 M none Yes 
BRCA1 c.5266dupC p.Q1756Pfs*74 70 F Breast (55), Kidney (68) Yes 
BRCA1 c.181T>G p.C61G 61 M none Yes 

BRCA1  c.181T>G  p.C61G 83 M 
Prostate (68), Bladder 

(81) 
Yes 

BRCA2 c.1237delC p.L413Yfs*17 74 M none Yes 
BRCA2 c.7341_7342delTA p.N2447Kfs*3 63 F none Yes 
BRCA2 5'UTR_3'UTRdel NULL 67 M none Yes 
BRCA2 c.1444delC p.A483Qfs*2 89 M none No 
CDKN2A c.-34G>T NULL 66 M none No 
MSH6 c.2230dupG p.E744Gfs*12 50 M none No 
PALB2 c.1240C>T p.R414* 75 M none Yes 
PMS2 c.2174+1G>A NULL 85 M none Yes 
TP53 (VLP) c.542G>A p.R181H 50 M Sarcoma (4) Yes 

  Other Genes 

APC c.3920T>A p.I1307K 83 F none Yes 
APC c.3920T>A p.I1307K 69 F none Yes 
BARD1 c.1652C>G p.S551* 77 F none Yes 
CHEK2 c.1116dupC p.K373Qfs*22 75 M Melanoma (74) Yes 
CHEK2 c.1283C>T p.S428F 67 M none Yes 
CHEK2 c.470T>C p.I157T 88 F none Yes 
CHEK2 c.470T>C p.I157T 47 M none Yes 
CHEK2 EX8_9del NULL 54 M none No 
CHEK2 c.470T>C p.I157T 62 F none Yes 
CHEK2 c.470T>C p.I157T 71 M none Yes 
CHEK2 c.470T>C p.I157T 89 M none No 
CHEK2 (VLP) EX13del NULL 78 F none Yes 
CHEK2 (VLP) c.349A>G p.R117G 78 F none No 

*Excludes cervical cancer,  lung cancer, and non-melanoma skin cancer 

Consecutive PC 
patients enrolled 

Germline genetic 
testing 

Results reported 
to participant 

FC Survey 

Pedigree 
obtained 

Pedigree analysis 
for testing 

criteria 

MUTYH heterozygotes (5) and mosaic results (2) were not included in this list of positive test results. 

https://www.nccn.org/professionals/physician_gls/pdf/genetics_screening.pdf

