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published medical management recommendations.

Figure 3: Increase In Detection Rate as Panel Size Increases
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Explanation of Figure 3: The X Axes indicate which test was ordered. The individual shading in each bar graph represent the percentage of results where mutations were found in genes within a condition(s), or are included on specific panel types.

Figure 4: Majority of Mutations are in Genes Figure 5: Does Personal and Family History TAK E-HOME POINTS

with Published Management Recommendations Correspond to Positive Results on . In the maiority of cases, larger MGPs vielded an increasingly
cancer Next-Expan ded? higher diagnostic rate than smaller MGPs.

* Incidental findings unrelated to the proband’s phenotype were
detected, though most were clinically actionable.
* More than 93% of all VLPs and mutations (2% of all results) were
found In genes with published management recommendations,
30 oroviding the clinician with next steps for how to manage a
patient and their family.
25 ~urther research iIs needed to determine the point at which
maximal clinical utility of MGPs Is achieved, and additional
20 analyses regarding how factors such as family history and
additional primary cancers impact panel selection and diagnostic
15 rate are in progress.
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I I Personal and family history details were limited to what the
B clinician provided on the test order.
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guidelines was made by a small consensus regarding the
avallability of published literature suggesting management
Interventions and/or published consensus guidelines.

Reported Personal or Family History Associated with Gene Mutation Ordering providers determined. WhiCh panel was most
- appropriate; there was no randomization.
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