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Inherited Cardiac Condition Genes Identified (# of pts.) 
Channelopathies SCN5A (13), KCNQ1 (9), KCNH2 (2) 

Cardiomyopathies TNNT2 (7), MYBPC3 (6), MYH7 (6), TNNI3 
(1), LMNA (1), GLA (1) 

ARVC DSG2 (10), DSP (6), PKP2 (4) 

Familial Hypercholesterolemia (FH) LDLR (15), APOB (4) 

TAAD-Related Disorders FBN1 (1), MYLK (2) 
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22% 
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