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R207H 

Putative ion filter 

S587 

Y283 

N198 

T497 

Energy Score (Rosetta) 

Assessment Variant Allele 
Frequency 

DDG 

Wildtype R207R -1828.83 

R207H -1854.54 

Pathogenic R207C 1.65e-05 -1838.78 

Benign M282L 4.96e-05 -1823.62 

Benign S495C 3.25e-05 -1829.96 

Benign F492L 8.23e-06 -1807.70 
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