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Multi-gene  panels  (MGP)  offer the
convenience of testing multiple genes
simultaneously and increase the chance of
identifying disease-causing mutations.
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However, the panels can also identify a large
number of variants of uncertain significance
(VUS), leading to more complicated reports for
patients.
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In this study, the impact of concurrent parental
testing on VUS rate was evaluated in MGP for
neurodevelopmental disorders.
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METHODS testing had undergone parental analysis Parental analysis provided evidence supporting benign or

pathogenic classifications in 40% of VUS (AD and XL genes)

Since the initial offering of upfront parental analysis in
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